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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 09/ 97 J 

Source: /& 3 2* 

Date Processed by STIC: Y- /y^O / 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: Datin21help@usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3heln@usDto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE" ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3;0TROGRAM, ACCESSIBLE THROUGH THE US. PATENT AND — 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§ 1.821 - 1.825 effective October I, 1990 (old 
rules) and the revised version (new rules) effective July I, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST. 25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the [JSPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 



Rim Sequence Listing Error SUmmary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Wrapped Aminos The amino acid number/text at the end of each line "wrapped " down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

Incorrect Line Length The rules require that a line not exceed 72 characters in length. This includes spaces. 



Misaligned Amino Acid 
Numbering 

Non-ASCII 



The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 



Variable Length Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 



Patentln ver. 2:0 "bug" 



A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 



Skipped Sequences Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 

This sequence is intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



Skipped Sequences 
(NEW RULES) 



10 



11 



^ Use of n's 



12 



Vs or Xaa's 
(NEW RULES) 

Use of "Artificial" 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listinp . 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents . 

Use of "Artificial" only as "<213> Organism" response is incomplete, per 1 .823(b) of New Sequence Rules. 
Valid response is Artificial Sequence. 

Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial Sequence" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. i.823of new Rules) 



13 



Patentln ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager" or any other means to copy file to floppy disk. 
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RAW SEQUENCE LISTING DATE: 04/17/2001 

PATENT APPLICATION: US/09/465,978 TIME : 13 : 03 : 13 

Input Set : A:\PXE-012.US seqlist.txt 
Output Set: N:\CRF3\04172001\l465978.raw 

3 <110> APPLICANT: Zhang, Ning and Anthony Purchio 

5 <120> TITLE OF INVENTION: METHODS AND COMPOSITIONS FOR SCREENING FOR ANGIOGENESIS 

6 MODULATING COMPOUNDS 
8 <130> FILE REFERENCE: PXE-012.US 

10 <140> CURRENT APPLICATION NUMBER: US/09/465,978 

11 <141> CURRENT FILING DATE: 1999-12-16 ^ rrppted Diskette ' 

13 <150> PRIOR APPLICATION NUMBER: 60/152,522 GOn©^ 1 ^ 

14 <151> PRIOR FILING DATE: 1999-09-03 - _£CJ2- ^(p* 
16 <160> NUMBER OF SEQ ID NOS : 51 

18 <170> SOFTWARE: Patentln Ver . 2.0 



ERRORED SEQUENCES 



file V' ./ / -«/^- 3 ^ 7 

Sep jf¥o t (See f>*j<$ ) /)/ Sc> sqc fr'O 



531 <210> SEQ ID NO: 40 

532 <211> LENGTH: 7093 

533 <212> TYPE: DNA 

534 <213> ORGANISM: Mus sp. 

536 <400> SEQUENCE: 40 

537 ggtaccaaag catagaacta cagatccgct ctctgcctgt accaccctct ggcatttaat 60 _ 

538 cacacaatgc ttggttttgt tcttcaactt ttcctgttat gatgcagtcc ctggcttgtg 120 Q n £rror~ 

539 taactatgag cttcaaaagc aaagaacgca tcatctattt ttgtgtctct tcttccaagg 180 

54 0 acttagtgta tcacttactg gctaaatgct tgagacaaaa acagggatta atgaagaaga 240 ^- S^e& ^~ 

541 aagagaaaga aaaggaaggg aaagtgccca caattactga cagggtttca gtaaagcagt 300 Jc/^^^^V 

542 ctagagggtc aggtattttc catagccatg ccccagagtg ggtgttgcca ctttagctgc 360 

543 cctggtctgg ctgaaggcca ggacttgatt gttgatggcc cttcctttgc tgctagtcac 420 

544 tgttaagtac tgcagattta cagaaagctt catggaggtc tgtaagaagc cagaggtgat 480 

545 aacaccaaga tttagagcca ctgaccagca gaatgcagaa tgtccaggct atgatccagg 540 

546 ttgtagatcc tgatctgact actcaagact ggttgaaggc aaggttcact tggattcact 600 

547 ctatttgcca gcagatgttt taaatccatc atatatatat atatatctcc attactttag 660 

548 gacagtggtt ctcagccttc ctaatgctgt agccctttaa tagagttcct catattgtga 720 

549 ttgtaaaaat tattttgttg ctacttcatg actaattttg ctactgtgaa agggtcattt 780 

550 taccccaggc tgttgagacc cacatgttgg gaaccactac tttagaaggc attggggttg 840 

551 gagaagaaca tgaagaatag agtaacagtg gtcagttttg gttcattata tcacagaaac 900 

552 attcacttta aggtttcagc atgtttgttg tgtatatgtg attgtgtaaa gacttcacca 960 

553 ggtctttctt taatcaccat acctaacatc ttcaccactc catatccatc agcttcacct 1020 

554 tgtactctag catttgggca ttcatcctgt accagggcag gcatccattc ttttgcaact 1080 

555 cacattgttt cctagttttg attattacca acaatgcttc tagaccatga attttggtct 1140 

556 ttgacttttg cttggtaaac atcataaaac aatccagtgg tggtggtggt gccgctgctg 1200 

557 ctggtggtgg tggtaaagca ggaagccata aagtgccttt attcaatctg tatttgatac 1260 

558 aaattgttat ttcttcccat gtaaaagata tggcatctga agtgtagagg tctgaattca 1320 

559 aacctcacat caccagatag tatattacag actcaacaaa taatacacgg ctttgcctga 1380 

560 cttcaaagcc ctgttcttga cgtaagtata tgagtaacaa tggtagcacc ttagttttta 14 40 

561 tcagttcact aaatatttat ataagaccta ctatgaaggg agatagaagg gtatgaggtg 1500 

562 gggtcatggg aataggaaaa cggtggaagg gagaaggaga attaacaaaa gctaattatg 1560 

563 tttgaaaatg ccacaatgaa acctaattta caaaagaacc actatatgac cttcacagtg 1620 

564 tgtgctaagt cttggagatt tagtggtgaa gaagtcaggt gtgtttccaa tctcatggag 1680 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/465,978 



DATE: 04/17/2001 
TIME: 13:03:13 



565 
566 
567 
568 
569 
570 
571 
572 
573 
574 
575 
576 
577 
578 
579 
580 
581 
582 
583 
584 
585 
586 
587 
588 
589 
590 
591 
592 
593 
594 
595 
596 
E--> 597 
598 
599 
600 
601 
602 
603 
604 
605 
606 
607 
608 
609 
610 
611 
612 
613 



gatgtaatca 
taccatgtaa 
gtggtcttca 
catctccacc 
aacaaggctc 
ggtttctgag 
ggaagtgaca 
ctccagacat 
ctctacattc 
catgattaac 
agagaacatt 
cccaccgttc 
gttacataat 
cagagggaag 
tactatttgg 
cagagtaagc 
cagggccagg 
caaaaatccc 
aaacaaacaa 
tgtgagcaat 
gtaagggctt 
tggacttcac 
agcttgtgcc 
catccagcct 
aacaggctat 
agatcagtcc 
gatgatggat 
ggtttcttca 
attcctgtga 
ccagccctga 
ccccgcccca 
ggtccctccc 
gcatcctcac 
ggtattctgt 
cttttgagtt 
aaaattcatg 
tattttctgc 
tataaataag 
ttttgggtat 
ctaaggaacc 
aacacctacc 
aaaatgaaac 
ccagactcta 
ctgagacact 
tccaggaccc 
ccataggaaa 
aagagcatac 
aggagaggat 
gacaaggtgg 



Input Set 
Output Set 

gttagagagc 
gatatgaagg 
aagacccttt 
tttccagtgg 
ttcagagact 
catgtccaag 
gtcagtaagc 
atgggccccg 
cgagatccaa 
ttcaatttat 
ttgaccagct 
tggataatga 
tttcctggat 
acagaggtga 
gggttaacaa 
caccccagta 
catgccagaa 
aggccagctt 
gcaaacaaac 
gaagacttga 
ggcaatgttt 
aatgtctcag 
tgtaatgctg 
aggtgctgtg 
cactgtgaca 
tggggatgcg 
ccagatgaga 
ggttacatct 
ggctctcaca 
aaatgcgtat 
cccaacacct 
tccctctgct 
ttggacmjttc 
acttttttgg 
tgggttacct 
atgtcctaat 
atctgttctt 
gttgctatga 
atatccagga 
accagattga 
ttcaaaaatt 
agagactgac 
ttattgatgc 
ctatcagcag 
ctatggaaga 
aacaagtgtc 
atgggctggt 
gtgcctaatc 
ggattggtgt 



A:\PXE-012.US seqlist.txt 
N:\CRF3\04172001\I465978.raw 



acaggagcac 
ggaacacagg 
agaagctgag 
aatgagcaac 
agagatgcac 
caccctacac 
caaccctttt 
agtgtgttgg 
ggagcagtta 
acctgtaagt 
gctaacaaaa 
tggagagaaa 
aatggagaat 
agccaatctt 
tacatcttac 
gatgctgcaa 
catgcccata 
agtttgtgta 
aaatataaaa 
tgagtgacca 
cccaggtttt 
cttccaggtc 
gcacttgaga 
tcactctgtc 
ctggtactga 
ggaagtgaga 
aattgtaaaa 
ctccactgtt 
tcccaggtct 
ttctattcat 
gatcctgccc 
tcccatgatt 
cttcttgtta 
ctaatgtttc 
cactcaggat 
ttttagtagc 
cagctgaggg 
acatagtgga 
gtggatagtt 
tttttagata 
tggtccagaa 
caacccaact 
catgttgtgc 
ctgactggga 
attaggggaa 
aactaaccct 
ttgtggtccc 
ctctagagac 
ggggtagtgg 



ataaaaagat 
aaactagtgg 
aactaaagac 
ttagggtata 
taatgatgac 
taggcattgg 
caaaacttcc 
gaagctctca 
tctcaggtag 
tataccacat 
cccaggagca 
caaatgggat 
taattaaaca 
tccgggaaat 
tagcatggca 
ggctgtgctt 
atgtaaccac 
acaagacctt 
aaggagaaga 
tctcgcacag 
ccattcctgg 
tttatacaga 
gaccaagaca 
tcacccctga 
gtcagaatca 
ccagttattt 
attttaggtt 
ggtcatttca 
ctgggacttt 
tctcctggca 
cctttctctc 
attttgttcc 
aacttcatat 
acttatcagt 
gatattttct 
tgaatagtat 
aaatctgggt 
acacatatcc 
gggttttcag 
gacagggccc 
ttgttcctct 
taggatccat 
ttgcagacag 
cagatgcaga 
ggtttgaagg 
cagagctccc 
tggcagagga 
ttgatgcccc 
gggttggggg 



aggcaaaaat 
ggagacctaa 
agcaagcaag 
cagctgattc 
catacccagc 
aaatcaacat 
aaagctatta 
ttattgttct 
aggatcgtgg 
cctaaacacg 
tttagaaaaa 
tattcttaca 
tcagcatctt 
ggaggaggaa 
aaggaaactg 
tcatcccagg 
ttaggctgag 
tgctcaaaca 
aaataactgc 
tggacgcttg 
tttatatggc 
gcatattagc 
ggaggattgc 
cccagtccca 
cccagattaa 
aataattctt 
ttataattga 
gctaaggtca 
ctagaggttc 
ttctgggctt 
ccccttctct 
ctcctctaaa 
ggtctgtgag 
gagtgcaaac 
agttctatcc 
tccattgtgt 
tgtttccagc 
ttgaggtatg 
gtagaactat 
ctagtggaga 
ctaaaagaaa 
cctatgggca 
gagcttagca 
tgccaaccct 
agctgaaggg 
agagactaag 
ctgccttgtc 
agggaagggg 
tgggggtggg 



gtatgattag 174 0 
tttagtttga 1800 
gtgagggcag 1860 
ccacattgtc 1920 
ttttaaggaa 1980 
gtccagagat 2040 
ctcgtcaact 2100 
ttgattggtt 2160 
aatgtctgcc 2220 
ctgatgtccc 2280 
aactgagtca 2340 
gagtatgaaa 2400 
ttctggactg 24 60 
agaatttgac 2520 
ggctgctttt 2580 
agaaagtcaa 2640 
gcagaaagat 2700 
aagatttaca 2760 
caggggaggc 2820 
tgtctagaag 2880 
ttgaggccag 2940 
cacatgtggt 3000 
cacaagtctc 3060 
cccaacatca 3120 
agattctggg 3180 
atactcatga 3240 
agaaataggt 3300 
ctccccattg 33 60 
ccgctgcttc 3420 
ctctcctgtc 3480 
ctctaaacca 3540 
tgagtctgaa 3600 

ttgtatcatg 3660 — ^> S <Z ^ fi> 

caggcatatc 3720 
attcgcctgc 3780 
aaatgaacca 3840 
ttctaggtat 3900 
gtagagcatc 3960 
ttccaatttt 4020 
gatggggcca 4080 
tgcagggaca 4140 
agcaccaaac 4200 
tggctgtcct 4260 
tgaactgagg 4320 
gatggcaacc 4380 
ccaccaacta 4440 
tggcctcagt 4 500 
acaaggaggg 4 560 
gatgtgaatg 4620 



_ / 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/465 , 978 



DATE: 04/17/2001 
TIME: 13:03:13 



Input Set : A:\PXE-012.US seqlist.txt 
Output Set: N:\CRF3\04172001\I465978.raw 



614 ggtgagtgag ggagggaatg agtgagtggg tggtacagca tcctctcaga ggcaaagggg 4680 

615 aaggggagtg gataacaaac tctgggagca gggacgggga aggagggcaa catttgtaat 4740 

616 taaataaata aaataattta ataaaaaaaa tgaagaaaca ggataacttg ggaatggtta 4800 

617 cagcagggct gggattagaa cccaaaaagt ttattctgag actcttttcc aataccaagc 4860 

618 ttaaagtttt cttcagaatt ctatagaatg cctttttggc agaagttctt tggactttaa 4920 

619 taaagaacat attgaagaga tgaaaagaag cttactaaga tctaatgaaa atcaagatgc 4980 

620 taggcacagt gccagatact ttaacatagt aatatgactc tttagagttt tgagacaggg 5040 

621 cctcatatag tttatgatga attcactgtt ttgtcaaaga tgaccttgaa ctcttaatcc 5100 

622 attcccaaag tgttgttgtc atatgtttgc accactcctg gcttcatagt gtttttaaaa 5160 

623 cacccatgga gagtcgggtg tgaagatcca cacgtctaac ctcagcatct ggtgaatcaa 5220 

624 ggcaggaggg cgggtggttg caggctggct ataatatcta agtttcagtt agtaagggct 5280 

625 gcataatgaa acactgtctt aaacacaaaa ccaaaaccca tgaaggagat actattgcca 534 0 

626 tttaaaagtc tctggaatgg aaatagctat cataatctta cctctgagcc agtgtctgcc 5400 

627 ctcaggtgtg cctgaggact gaacagggct atgcactcct caggttggaa acattactag 54 60 

628 tcctcagtgt ctgctcttga cctgttaaca gctgagtcag ggtctgccct cagctgtgcc 5520 

629 tgaggacaga gctgagctat ctacccctgc agattggaag cattacaggc actcaagatc 5580 

630 agccctgaag tgataaaacc taaggcagaa atccaccaag actagcagtg cctccgtgtc 5640 

631 tcttcctgtg gctggtggga aagagagggg cagtccttcc ttgatgcaag gtcgtgtgtc 5700 

632 tagtggcacg cttccttcat tcccagtgag agcaagtgat cacctgggta aggaaggttc 5760 

633 aggtgcctga gctcgctgga gaattcatca ctcatccatc actctgctcc tgtagacata 5820 

634 atcacttctg ttgggtcttt atagagatga tttataactt tgttgtttat agtttttatg 5880 

635 aatgtgtgta ttcatttagg tcacatggga ggtacacatt ttcaggtgtc tgtctttcca 5940 

63 6 tcacacgggc tttgaattaa actcagtctt ggttttaccg gctgagccat ctcacctgcc 6000 

637 tgattattta aaaatctccg gagtaatcca ggagtgtggt ttatgattgt agtatcaaca 6060 

638 ctcgggaggc tgagggagca tcgttatcat gagctccagg ctagttccag gcttgcctaa 6120 

639 gctgtagagc aagtcactct cttaaaaagt gcctctccca tatttttgta tataatttgc 6180 

640 atctgaaatt ctgtttgcca ataactatga aattattcac attactaaaa tcttcctgtg 6240 

641 ccaagttctc caacgaatta gatcacactc agatgaaatg ctaataaaaa ttaaagctgt 6300 

642 agccagtagc atgcgtatat ttgggctcag ggccaacagg caggcgatct gggtgtaaga 6360 

643 aaataggcta atggctgtgg aatctggtct ctagtggctc cgctgagagc tgacctcaac 6420 

644 cacgctccct caaattgatt gccttccagg ttatgatttc tcatcacagg aaactttgtt 6480 

64 5 gcccaattca aaccctgtga gtgaaaacaa aaacaggaga gcaagtgctg ctccccgtgc 6540 
64 6 cccaaagccc cttctgtcag ggatcccaaa tgcaccccag agaacagctt agcctgcaag 6600 

647 ggctggtcct catcgcatac catacatagg tggagggctt gttattcaat tcctggccta 6660 

648 tgagaggata cccctattgt tcctgaaaat gctgaccagg accttacttg taacaaagat 6720 

649 ccctctgccc cacaatccag ttaaggcagg agcaggagcc ggagcaggag cagaagataa 6780 

650 gccttggatg aagggcaaga tggatagggc tcgctctgcc ccaagccctg ctgataccaa 6840 

651 gtgcctttaa gatacagcct ttcccatcct aatctgcaaa ggaaacagga aaaaggaact 6900 

652 taaccctccc tgtgctcaga cagaaatgag actgttaccg cctgcttctg tggtgtttct 6960 

653 ccttgccgcc aacttgtaaa caagagcgag tggaccatgc gagcgggaag tcgcaaagtt 7020 

654 gtgagttgtt gaaagcttcc cagggactca tgctcatctg tggacgctgg atggggagat 7080 

655 ctggggaagt atg 7093 
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aacatttctt tataaaaggt atttgctctg 
aggatggaac ccaggaccct tggcaagcaa 



ctttattttt 
ggctagctgt 



ctgttttatt tatggtgctg 
ttaccactga gccatactcc 



agccttgcac tgggggattc taggcaaggg ttctaccact gagccacact ccccaccccc 
atccctctct ggaagattct aggcagttcc atacctagcc t'ttgatcttt taagacggtc 
ttactagagc tcagtt 



10980 
11040 
11100 
11160 
11176 




3> DclM^ QX^ro^ouS ^ c 



VERIFICATION SUMMARY DATE: 04/17/2001 

PATENT APPLICATION: US/09/465,978 TIME: 13:03:14 



Input Set : A:\PXE-012.US seqlist.txt 
Output Set: N:\CRF3\04172001\I465978.raw 

L:597 M:340 E: (46) "n" or "Xaa" used: Feature required; for SEQ ID#:40 

L:1066 M:334 W: (2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS 

L:1068 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 51 
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